INTRODUCTION
Drug susceptibility, efflux assay and OMP preparations 117 Antibiotic susceptibility and minimum inhibitory concentration (MIC) were examined using 118 commercial discs and E-strips (Hi Media, Bombay, India), data was analysed according to the 119 interpretation criteria recommended by CLSI [35] . Accumulation assays using fluorescent 120 substrates EtBr/ ciprofloxacin and purification of OMPs from WT, ∆abuO and ΔabuOΩabuO 121 was done as described before [33] . 
RNA isolation and real-time reverse transcription PCR (RT-PCR)

124
Total RNA was extracted from log-phase cultures using RNeasy Mini Kit according to 125 manufacturer's instructions. Aliquots of 500 ng of DNase I treated total RNA served as template 126 for complementary DNA (cDNA) synthesis using superscript III reverse transcriptase 127 (Invitrogen). Gene expression levels were monitored by real time RT-PCR using universal Further the seeded plates were incubated at 25°C and examined for live worms under a 140 stereomicroscope (Leica MS5) after every 24 hours. When the worm did not react to touch it was 141 considered dead. At least five replicates repeated three times were performed for each selected 142 strain.
144
Gene cloning, expression, purification and electrophoretic mobility shift assays (EMSA) 145 The genome of A. baumannii AYE strain reveals the presence of ~ 214 signal transducing 
Bioinformatic analysis and Statistical analysis 156
The NCBI Internet server was used to perform homology searches, similarity and identity
RESULTS
163
Bioinformatic analysis of A.baumannii TolC like protein, AbuO.
164
The abuO is composed of 1347 bp which encodes a 448aa long, type I secreted OMP AbuO (Figure 1 ).
174
Secondary structure prediction indicated that AbuO consists of three domains, β-barrel or 175 channel domain (with four β-strands β1, β2, S4 and S5), α-helical barrel or tunnel domain
176
(comprised of long H3, H7 and shorter α-helices H2, H4, H6 and H8) and mixed α/β domains or 177 equatorial domain (small β strand and α-helical structures S3 and S6, and H1, H5 and H9) 178 similar like that of E. coli outer membrane protein TolC (Figure 1 ). The MiST2 database 179 www.mistdb.com contains genome sequences of ~ 157 Acinetobacter strains (142 draft and 15 180 complete), size ranging from 2.9Mbp to 5.0Mbp [37, 38] , with the presence of putative AbuO.
181
Multiple alignment of these putative homologs from sequenced A. baumannii genomes exhibited 182 99% identity with amino acid alterations at position 178 (asn to ser; α3 domain) and 218 (thr to 183 ser; α4 domain) when compared to AbuO (data not shown). Overall, in silico analysis 
197
The abuO mutant exhibited >4-fold ± 0.05 stunted growth compared to WT in LB when 
217
The abuO mutant cells exhibited reduced survival when exposed to different abilities to kill C. elegans. The wild type strain displayed 10% and 20% killing at 96 and 120 h respectively. However, the ΔabuO and ΔabuOΩabuO strains killed only 5% and 8% of the 255 worms after 96 h (P<0.01) respectively. The E.coli strain OP50 was used as negative control.
256
Thus, our findings demonstrate that the abuO mutant kills C. elegans slowly than WT strain.
258
Studies on the regulation of abuO by SoxR in A. baumannii 259 We assessed the promoter region of abuO and analysis revealed the presence of a conserved and Sinorhizobium meliloti has been associated with susceptibility to osmotic stress [40, 41] .
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Real time PCR analysis performed in wild type and abuO mutant strains.
504
The gene expression was normalized to endogenous control (rpoB) and the average fold change 505 was reported relative to the wild-type from at least six independent experiments along with 506 standard deviations. 
556
All data presented here is the mean of independent measurements performed three times.
557
Asterisk indicate significant difference in mutant with respect to WT (* P < 0.01). The survival ability of WT in the presence of A) benzalkonium chloride (at 6.4 µg/ml was 1.8-
577
fold ±0.091; P = 0.005), B) chlorhexidine (at 3.2 µg/ml was 1.2-fold ±0.045; P = 0.001) and C) 578 triclosan (at 0.001 µg/ml was 1.28-fold ±0.034; P = 0.001) was higher when compared to ΔabuO 579 and complementation restored the phenotype. All data presented here is the mean of independent 580 measurements performed three times. Asterisk indicate significant difference in mutant with
